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Division of Cancer Prevention and Control, Centers for Disease Control and Prevention
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204 —— Daratumumab plus lenalidomide and dexamethasone
—— Lenalidomide and dexamethasone
HR 0-53 (95% Cl 0-43-0-66); p<0-0001

1 1 1 1 1 | 1 1 || 1 1 1
0 6 12 18 24 30 36 42 48 54 60 66 72
Number at risk
(number censored)
Lenalidomide and dexamethasone 369 (0) 307 (29) 255 (41) 220 (44) 196 (46) 172(49) 146 (55) 123(58) 105(64) 63(95) 12(140) 2(150) 0(152)
Daratumumab plus lenalidomide 368 (0) 335(6) 309 (9) 290 (14) 266 (16) 246 (18) 232(20) 210(25) 195(30) 123(92) 51(158) 5(203) 0(208)
and dexamethasone

Facon T et al. Lancet Oncol. 2021 Nov;22(11):1582-1596.
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Single cell RNA sequence (scCRNA-seq)
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Klein AM et al. Cell. 2015;161(5):1187-1201
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# perform visualization and clustering steps

cbmc
cbmc
cbmc
cbmc
cbmc
cbmc
cbmc

< —

NormalizeData(cbmc)
FindVariableFeatures (cbmc)
ScaleData(cbmc)

RunPCA(cbmc, verbose = FALSE)
FindNeighbors(cbmc, dims = 1:30)
FindClusters(cbmc, resolution = 0.8, verbose

RunUMAP(cbmc, dims = 1:30)

DimPlot(cbmc, label = TRUE)
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mRNA 5-UTR binding

rRNA binding

structural constituent of ribosome

T cell receptor binding

MHC protein complex binding

R-SMAD binding

DNA-binding transcription activator activity, RNA polymerase ll-specific
S100 protein binding

calcium-dependent protein binding

MAP kinase tyrosine/serine/threonine phosphatase activity
protein tyrosine/threonine phosphatase activity

MAP kinase phosphatase activity

oxygen carrier activity

haptoglobin binding

oxygen binding

peroxidase activity

oxidoreductase activity, acting on peroxide as acceptor
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